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SOLGMg3o

MGG MEo 35%0b (Vitis vinifera spp. vinifera) 3q0bmdo boby®dwogo 93mem3omGmo s
BbOOHM3MPbmMo  3OmEgLgdol 99wgae  BdmMmYysw0dgdo 3033 gduymo  FMmBo03Iss,
3ol LOYIYMRoEsE dgHogwrs 39dwgdgos BMEME (3939w SNP 8563960909
53399369000 LOMEYgbmIN©o (genome-wide) 4969¢)031M0 565¢0BYdO.

33093500, 35H0L 3 EHMOHM ©s 3ge® (Vitis vinifera spp. sylvestris) gm®mIgdl Imemol
obGMOOMo  g9gbgdol  Fodm33wols s 0bGHOMYMILOOL  Fglodwm  5I3GOFOYOO
960083690 ™d0l dgbog3aligdeo 29dm30949gbgom JOHMIMbmImwo 353emE0396M0 gadgbdgdol
3bsE0Bo.  BMOZ5RIMM3oD  Lozzwgy  3sBgedo  0b@GMmaMglbool  Loabswrgdols
©M350DBs3oolm30l 99308853900 sBowoBozmmo  BsBm, ®mIgwoi 99600005693l
3353008 LAHOMIGHMOOLS S YIMAMSBO0IE0 OBEMMOOL Tggsligdsl, 353w mE039dol
539006905l (haplotype phasing), Dsuite sbs¢robls s PCA-KDE-bg ©o93dbgdwgen
353 m@H036 J909gd35b.

365¢0Bol 9909290 BOBYMo  3MEEGH0350900L 29bmdo [oMmdmgzsa0bgm, MMM -
FoOOMo, 85 5MBMbIZEXMMO 35BoL ¥0TgdoLs S SYOEIMIMO3Z0, 39WIOHO 35BOoL
Abgoglo  353WmEGH03MMo BgadgbGHgdol mMmBs03s. Asdmgzwgbowo bgadnb@gdol bsfowo
9000b3935  3€0085GHE  5I3GHOEOMD  ©35300MdM  FoM3gMOL, o3 B0l
69300mbmwo  396mxzmbol  dglsdwm  OHMEBy  3NWEAHWOWWO  Z35DOL  HI3GHOIFOWMO
33963050l O 93MEME0OO FESLEH03MMOOL F9bseBmbadsTo.

33935 9B3969gdl, MM 303WwmGH0390D) 53 dbgdwo  doymdgdo  3bod3zbgwm3s6
0b6x3m®35305L 939)30L 35Dl 93 30IMHO OLEBHMOMO0L Tglobgd s Jdbols Lyggdzgenls
396930300 MHLOLYdIOL BMbIz0mo Fggsligdolbmgzob.



doMmoms©o  15dogdm  LoBYyzgdo: 350, 0bGHOMAMILOS, 9IZGHIF0S,  353ME039d0L
R3D0MYds, JOHMBMbMBYdol dgm9d3s.

Abstract

The genome of cultivated grapevine is a complex mosaic structure shaped by long-term
evolutionary and anthropogenic processes, which cannot be fully studied through analyses based

solely on individual SNP markers.

In this research, haplotypic segment analysis was used to assess historical genetic exchange
between cultivated and wild forms of grapevine and its potential adaptive significance. To localize
introgression signal in a diverse study panel, an analytical framework was developed that
integrates population structure and demographic history analyses, haplotype phasing, Dsuite

analysis, and PCA-KDE- based haplotype painting.

The analysis represented the genomes of French cultivars as a mosaic of haplotypic segments
resembling Georgian, Middle Eastern and local wild grapevine. Some of the identified segments
overlap with markers associate with climatic adaptation, indicating the possible role of regional

gene pools in shaping the adaptive potential and evolutionary plasticity of cultivated grapevine.

This study shows that haplotype-based approaches provide insights into the evolutionary history
of grapevine and create an important foundation for further functional assessment of genetic

resources.

Key Words: grapevine, introgression, adaptation, haplotype phasing, chromosome painting
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