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Abstract

Drinking water is an essential factor for the human organism, microbial
contamination of water is harmful for health. As a result of fecal contamination,
microorganisms such as £ coli, Clostridium perfingens, Pseudomonas aeruginosa,
Enterococcus faecalis and Salmonella can be found in drinking water. This microorganisms are

harmful, especially for the elders and children.

The survey is dedicated to the microbiological study of six springs in the village
Kvibisi, Borjomi municipality. Each source was evaluated according to organoleptic
characteristics and microbial contamination. The study was conducted on all microorganisms
covered by the technical regulation of drinking water. ISO standards were used in the study
process. The International Organization for Standardization (ISO) is a world federation, the
standards produced by them - ISO6222: 1999 (E), ISO9308-1: 2014, ISO7899-2: 2000, ISO6461
/ 2: 1986, 15016266 2007, ISO1950 is the main research methodology.

The study involved 6 sources: source 1, source 2, source 3, source 4, source 5 and
source 6. According to the results obtained, sources 1, 3, 5 and 6 fully meet the requirements
of the regulations. As for sources 2 and 4, an increased number of microorganisms were
observed, even exceeding the limit in source 4, covalent bacteria were detected in both
sources, including £. coli. Enterococcus faecalis was also found in source 4. Accordingly, fecal
contamination was detected in two sources (source 2 and 4), while the other four sources are

clean and acceptable to drink (sources 1, 3, 5 and 6).
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